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Introduction

Locln is a high-fidelity targeted integration platform that enables rapid, high-quality generation of isogenic mammalian cell lines, eliminating the need for
subcloning and significantly reducing development time. By standardising integration patterns, Locln removes positional effects to support reliable
genotype-phenotype assessments and toxicology species cross-reactivity studies. Single and multiplatform systems provide controlled low or high
expression, ensuring consistent, integration artefact-free cell lines for robust experimental comparison.
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The retargeted landing pad now contains a reconstituted

Summary

We have developed an advanced targeted integration platform that enables efficient generation of stable N
mammalian cell lines without reliance on labour-intensive or costly cloning workflows. The Multiplatform system ' Download the digital

supports high and uniform transgene expression and maintains stability in culture even in the absence of version of this research
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latest advancements and
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continuous antibiotic selection. Using two sequential selection steps, retargeted clonal pools can be established
within as little as 12 days, yielding stable expression of the introduced gene without ongoing selective pressure. data home in your pocket.
The Locln architecture normalises integration profiles, facilitating more accurate comparisons across construct

designs, while the Single and Multiplatform configurations provide adaptable options for applications requiring

low or high expression levels.




